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ABSTRACT – Hepatitis C infection is characterised
by three key features, which are the consequence
of a complex interaction between genetic determinants of immune and other host factors and
viral characteristics:
1 A high rate of viral persistence after acute
infection resulting from a combination of
weak T cell responsiveness and specific viral
mechanisms of immune escape.
2 Marked interindividual variability in
end-organ damage (fibrosis and cirrhosis),
probably due to host genetic polymorphisms
in genes governing the immune response
and fibrosis pathways in addition to viral
pathogenicity factors.
3 Significant resistance to antiviral therapies.
Viral mechanisms of antiviral resistance
parallel those of viral persistence, and
include the intriguing possibility that
hepatitis C may infect immunologically
privileged sites such as the central nervous
system.
KEY WORDS: extrahepatic, fibrosis, genetic,
hepatitis C, interferon, liver, polymorphism

Chronic hepatitis C (HCV) infection is probably the
commonest persistent pathological viral infection in
the UK after the herpes and papilloma viruses.
Current estimates of the UK prevalence of chronic
HCV infection range between 0.4% and 0.8%,
suggesting that approximately 250,000 individuals
are infected1. There is marked variation in the worldwide distribution of HCV, with very high prevalence
rates in parts of the Far and Middle East2.
Acute infection with HCV is rarely symptomatic.
However, unlike acute hepatitis A and B, the virus
can evade clearance by the acute immune response in
most cases, resulting in persistent infection in
approximately 80%3. This propensity to chronicity is
a key factor in HCV infection. The hepatocyte is the
primary locus of infection and the liver is the focus of
the immune response with a variable degree of
lobular lymphocytic infiltration. HCV is not a cytopathic virus, and it is the immune response itself
which leads to hepatocyte necrosis and subsequent
collagen deposition and fibrosis4. Consequently,
variability both in the immune response (which may
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be due to host genetic factors and/or viral factors)
and in the fibrogenesis pathways is likely to explain
the second key feature of HCV infection: the marked
variability in the degree and rate of progression of
fibrosis in different individuals over many years.
Chronic HCV infection is often described as
asymptomatic, although the impairments in quality
of life associated with this infection are equivalent to
those experienced by patients with type 2 diabetes
mellitus5. Symptoms of fatigue, mental clouding,
abdominal discomfort and arthralgia are commonplace, and recent studies have suggested a cerebral
effect of HCV with evidence of mild cognitive
dysfunction6,7. The relatively scant attention paid to
these symptoms, which are often present in the
absence of significant liver fibrosis, is due in no small
part to the dominant side-effect profile of current
antiviral therapy, namely combination therapy with
interferon (IFN) and ribavirin. The National
Institute for Clinical Excellence guidelines currently
reserve treatment for patients with significant
necroinflammation and fibrosis on liver biopsy8.
The aim of treatment is to prevent progression of
fibrosis to cirrhosis and its sequelae (ie portal hypertension and hepatocellular carcinoma) by sustained
viral eradication. Although significant improvements in therapy have occurred, current treatment
regimens fail to achieve this in almost half those
treated, with overall sustained virological response
rates of 50–60% using combination therapy with
pegylated (PEG) IFN and ribavirin9. The resistance
of HCV to antiviral therapy forms the third key
feature that this article will address, in terms of the
complex interaction between the host immune
response and viral factors.

Hepatitis C virus persistence
Persistent infection is the likely outcome after acute
infection with HCV, although a minority of individuals mount a successful acute immune response
and clear the virus. Dynamic studies of the immune
response have been hampered by the asymptomatic
nature of the acute infection. A few studies of
patients after spontaneous immune clearance of
HCV indicate that this response is characterised by
vigorous, multispecific CD4+ T cell responses to
both structural and non-structural HCV
epitopes10–12. In contrast, patients with chronic HCV
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infection display much weaker CD4+ T cell responses against
fewer epitopes. In addition, the peripheral circulating and intrahepatic cytotoxic T cell response in chronic HCV infection is
usually suboptimal13,14. A strong and persistent cell-mediated
response appears to be more important than the humoral
immune response in preventing viral persistence, although prolonged high antibody titres were associated with spontaneous
viral clearance in one report15. In chronic HCV infection,
HCV-specific antibodies appear relatively late at a low titre16,
and in convalescent chimpanzees do not prevent reinfection
after rechallenge with homologous HCV strains17.
These patterns of T cell unresponsiveness and weak humoral
immunity in chronic infection imply that HCV has evolved
specific mechanisms of immune escape which allow viral
persistence in susceptible individuals.

Host genetic factors
Host genetic factors are also implicated in the outcome of acute
HCV infection. HLA molecules play a pivotal role in antigen
presentation to CD4+ T cells, immune modulation and
cytotoxic clearance of infected cells. HLA genes are
polymorphic, and disease association studies have attempted to
link HLA alleles with outcome after HCV infection. Successful
viral elimination after acute HCV infection has been associated
with the major histocompatibility class (MHC) class II antigens
HLA-DRB1*1101 and HLA-DQB1*0301 in several independent
studies18,19. However, even in patients with HLA-DRB1*1101
there is marked variation in the immune response. One study in
HLA-DRB1*1101 individuals showed persistent epitope-specific
memory IFN- -producing CD4+ T cells in patients who
had cleared the virus and an almost complete absence of such
cells in those with persistent infection12. Furthermore, in the
persistently infected patients, there was an overall dominance
of interleukin (IL)-10 production by epitope-specific T cells.
IL-10 is a cytokine that may favour viral persistence by
downregulating antigen-specific immune responses.

Host viral factors
The general pattern of T cell unresponsiveness in persistent
HCV infection may be a consequence of impairment of antigen
presentation and/or T cell responsiveness, in both cases possibly
secondary to specific viral factors. Monocyte-derived dendritic
cells from patients with persistent HCV infection display a
greatly reduced capacity to stimulate T cell proliferation20. This
was associated with the presence of specific HCV genomic
sequences in the dendritic cell cultures, consistent with the view
that cells constitute an extrahepatic reservoir for the virus. The
function of dendritic cells isolated from long-term responders to
IFN therapy was normal. Thus, active infection of dendritic cells
by HCV may interfere with antigen presentation, favouring viral
persistence.
T cell activation depends on effective antigen recognition,
which in turn requires both binding of antigenic peptides to
MHC molecules and the interaction of the T cell receptor (TCR)
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with the MHC-antigen complex. Genetic mutation of the
peptide epitopes may disrupt these interactions, leading to a loss
of affinity of the peptide for the MHC molecule or TCR,
followed by a loss of immune recognition. This viral strategy is
particularly relevant to HCV which, as a result of the limited
fidelity of its RNA polymerase, generates a large number of
genetically distinct variants or mutants. In any one individual,
the pool of circulating HCV variants is known as the quasispecies. In a rare study of the evolution of the quasispecies in
acute resolving HCV infection, the quasispecies diversity
markedly reduced immediately before viral clearance, whereas
an increase in diversity was associated with viral persistence21.
In addition to generating escape mutants, specific epitope
mutations may result in immunological antagonism, whereby
MHC and TCR engagement occurs but renders the T cell
unresponsive22. It has also been suggested that T cell apoptosis
may contribute to HCV persistence through a number of
possible mechanisms, including an effect of HCV core protein
on nuclear factor (NF) 6B activation23. It is therefore likely that
a combination of mechanisms lead to T cell hyporesponsiveness
and tip the balance in favour of the virus.

Immunologically privileged sites
Recent studies have suggested that the infection of immunologically privileged sites may be an additional strategy employed
by HCV to evade immune clearance. Tissues relatively inaccessible to circulating cytokines, and through which there is limited
lymphocyte traffic, may provide a reservoir of virus to reinfect
the liver, particularly in the context of suboptimal clearance
from the liver. Reports of HCV replication within the central
nervous system, based upon the demonstration of a distinct
brain quasispecies24 and the detection of HCV-negative strand
RNA by a strand-specific assay25, support this concept.
Although the sequestration of virus within the brain may not
result in immune-mediated organ damage, the presence of
cerebral magnetic resonance spectroscopy abnormalities and
cognitive impairment in viraemic patients with HCV infection
suggests that there may be some low-level immune activation26,7. Other potential immunologically privileged sites where
HCV has been detected include the ovary27, adrenal, pancreas,
salivary glands28 and peripheral blood mononuclear cells29.

Fibrosis
There is a marked variation both in the natural history of
chronic HCV and in the time required for an individual to
develop liver fibrosis and cirrhosis. Fibrogenesis can be
considered to be a continuous process driven by a persistent
liver insult. Individuals with HCV who progress most rapidly
have an increased drive to fibrosis resulting from either
exogenous factors (eg increased viral pathogenicity or coingestion of alcohol) or endogenous factors mediating an
increased responsiveness to the liver insult (eg gender, age,
immune response and genetic make-up). Large epidemiological
studies have defined major risk factors associated with rapid
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fibrosis to be male gender, excess alcohol and age over 40 years
at acquisition of the virus30. However, only a small proportion
(18%) of the interindividual variability in the rate of fibrosis is
explained by the known demographic and environmental
factors. The rest must be explained by other differences between
individuals. Several general and specific lines of evidence suggest
that host genetic factors play a key role. Host genotype determines outcome in a number of infectious diseases (eg malaria31,
hepatitis B32,33, HCV 19). The natural history of HCV varies
substantially even when age group, gender and viral variables are
controlled, as demonstrated in the cohort of Irish women
infected through contaminated anti-D (RHO) immunoglobulin34. It therefore seems certain that genetic differences
between individuals are responsible for much of this variability.

hepatic steatosis, possibly through a direct cytopathic
mechanism. Hepatic steatosis is an important determinant of
fibrosis, both in the context of genotype 3 infection and also in
non-genotype 3 infection, where a relation between body mass
index and fibrosis has been demonstrated44. Indeed, host genetic
factors associated with insulin resistance and hepatic steatosis
may well be important in the progression of HCV-related
hepatic fibrosis.
Future studies are likely to report positive associations
between genetic polymorphisms and rate of fibrosis in HCV
infection, possibly even in alleles not currently recognised in
models of fibrogenesis. Thus, identification of specific genetic
factors may not only give new insights into the molecular
mechanisms of fibrogenesis but also assist in prognosis,
therapeutic decision-making and even therapeutic discovery.

Host genetic risk factors
Genetic risk factors can be identified using disease association
studies comparing allele frequencies of candidate genes in
carefully phenotyped groups of patients with HCV. The cellular
and molecular mechanisms of the fibrosis pathway are well
described35,36 and a number of key genetic polymorphisms are
beginning to surface.
Powell et al37 demonstrated a significant relationship
between inheritance of high transforming growth factor-B1 and
angiotensinogen-producing genotypes and the presence of
severe hepatic fibrosis on liver biopsy. In support of these
findings, angiotensin-converting enzyme inhibition attenuated
fibrosis development in a rat bile duct ligation model38. There
are, however, a number of contradictory reports regarding other
genetic polymorphisms associated with liver fibrosis, for
example haemochromatosis gene mutations and liver fibrosis in
HCV39,40.
These differences have arisen largely as a result of difficulties
in assigning an accurate phenotype. For example, a comparison
of individuals at different stages of liver fibrosis may merely
reflect duration of infection rather than any propensity to
fibrosis. Similar methodological problems are evident in a
number of studies looking at HLA polymorphisms and progression of HCV-related liver disease, with comparisons between
patients with normal and elevated alanine aminotransferase41,
cirrhosis and chronic hepatitis42, and between asymptomatic
patients and those with symptomatic liver disease43.
The most accurate approach is to consider the rate of fibrosis
as the phenotype30. The problems inherent in comparing mild
and severe fibrosis are avoided, but accurate data on the
duration of HCV infection are required. The rate of fibrosis can
be considered to be a complex genetic trait. Multiple genes are
probably involved, and those found to influence fibrosis
progression are likely to have small additive effects, so large
numbers will be required to give adequate statistical power.
Studies investigating the role of genetic polymorphisms will
need to control for potential viral pathogenicity factors.
Although large studies have previously refuted viral genotype
as a determinant of the rate of liver fibrosis, evidence is
emerging to suggest that HCV genotype 3 is associated with
556

Drug resistance
The most efficacious antiviral therapy in HCV infection is
combination therapy with PEG IFN and ribavirin. The
improved pharmacokinetic profile of IFN in the PEG form,
together with the addition of daily ribavirin, have resulted in an
improvement in overall sustained response rates from approximately 25% to 50% 9. A significant number of patients continue
to be resistant to therapy or respond initially but relapse after
the cessation of antiviral therapy. The antiviral mechanism of
IFN consists of two main effects:
1 The production of antiviral enzymes such as
2’,5’-oligoadenylate synthetase and a double-stranded
RNA-dependent protein kinase (PKR).
2

Augmentation of the cell-mediated immune response45.

To a large degree, the mechanisms of antiviral resistance
parallel those outlined earlier for viral persistence and represent
a complex interplay between viral and host factors.

Host factors
Age is an important determinant of disease progression, but its
importance with regard to IFN response is less clear, although
female gender and young age appear to be favourable predictive
factors46. Race may also be important, with lower response rates
in African-Americans than Caucasians, Hispanics and
Asians47,48. In support of a genetic basis to treatment response
there are reports of various HLA associations, but these have not
been confirmed in subsequent studies49. IL-10 polymorphisms
have been associated with sustained response in a single study50.

Viral factors
Although host genetic factors are likely to play a role in treatment response, there has been more success elucidating the viral
factors underlying failure of response to treatment.
The current best predictors of treatment response are viral
load and HCV genotype51,52. A number of studies have shown
that high levels of pretreatment viraemia are associated with a
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poorer response to both IFN monotherapy and combination
therapy. Furthermore, an early and rapid decline in HCV RNA
after the start of treatment predicts a higher rate of sustained
response. HCV genotypes 2 and 3 are associated with a better
treatment response than genotpye 1, the most recent reports
claiming that they show a sustained virological response of up to
80%9. The relative resistance of genotype 1 to treatment may be
due either to a higher replicative ability with higher viral loads
than the other genotypes or to a difference in the host response.
If IFN monotherapy is started during the acute infection,
response rates are nearly 100%53. Although this approach may
not be practical outside the setting of occupational needlestick
injury, it provides an important insight into how HCV may
evade the effects of treatment in the chronic setting. An
IFN-induced antiviral state in hepatocytes, together with an
augmented immune response early in the course of infection,
may allow rapid viral clearance before the virus can mutate to
IFN-resistant forms. Many studies have examined mutations in
the HCV genome and quasispecies dynamics during IFN
therapy. Most quasispecies studies have focused on the most
variable region of the envelope 2 glycoprotein, the hypervariable
region 1 (HVR 1), which can be recognised by neutralising antibodies and elicits a specific CD4+ T cell response. The baseline
quasispecies diversity does not appear to predict response to
therapy54. However, a reduction in the quasispecies diversity
early in therapy, with the emergence of an increasingly homogeneous population, is associated with a sustained viral
response. In contrast, the quasispecies diversity does not change
significantly in non-responders, although there is emergence of
new strains. The early reduction in diversity in sustained
responders is likely to reflect a more successful and balanced
immune response, but it is unclear whether this occurs because
of a reduced viral capacity for immune evasion or enhanced
immune recognition.

Interferon sensitivity determining region
HVR 1 interacts with one of the IFN-induced peptides, PKR,
and may mediate IFN resistance55. However, more attention has
been paid to a non-structural (NS) region of the HCV genome,
NS5a, which may contain an IFN sensitivity determining region
(ISDR). An initial study in Japanese patients suggested that a
low degree of genetic diversity in the ISDR (relative to HCV 1b
wild type) conferred IFN resistance on the virus, whereas mutations in this region were associated with IFN sensitivity56.
Furthermore, NS5a interacts in vitro with PKR to repress its
activity57. Thus, it was suggested that the IFN-induced antiviral
state could potentially be reversed by inhibition of PKR by
specific ISDR sequences. However, the early Japanese studies
could not be replicated in most studies from Western countries58. In addition, specific ISDR sequences in pretreatment
isolates have not been correlated with sustained HCV clearance59, and experiments with NS5a-expressing cell lines showed
contradictory results with regard to the inhibition of antiviral
activity by NS5a protein derived from IFN responder and
resistant patients60.
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Key Points
Hepatitis C infection is characterised by a high rate of viral
persistence after acute infection, marked variability in the
rate and degree of liver fibrosis between individuals, and
marked resistance to current antiviral therapies
These important features of hepatitis C infection are the
result of a complex interaction between host and viral
factors
Viral persistence results from a combination of weak T cell
responsiveness and specific viral mechanisms of immune
escape
Variability in rates of fibrosis and cirrhosis is likely to be due
to host genetic polymorphisms in genes governing the
immune response and fibrosis pathways in addition to viral
pathogenicity factors
Viral mechanisms of antiviral resistance parallel those of viral
persistence and include the intriguing possibility that
hepatitis C may infect immunologically privileged sites such
as the central nervous system

The issue remains controversial. It is likely that other regions
of NS5a61, and indeed of the HCV genome55, away from the
ISDR are important in the interaction between the virus and
IFN-induced proteins in mediating antiviral resistance.
Mutations within the HCV 5’ non-coding region have an
effect on protein translation mediated by the internal ribosomal
entry site of the virus. Mutations in this region may confer
tropism to particular cell types (eg lymphocytes)62. This may
serve as an additional mechanism to evade the antiviral effects of
IFN if these mutations allow access to an immunologically
privileged site such as the brain. Such a mechanism may explain
relapse after an apparently successful response to IFN. This
mechanism is supported by current quasispecies data, which
show that in responder-relapsers there is high baseline
quasispecies diversity54, possibly due to contributions from the
liver and extrahepatic sites, and that after relapse, a minor
pretreatment variant emerges to be the dominant species.

Conclusion
The accumulating evidence suggests that the important features
of HCV infection, namely persistence, end-organ damage and
response to therapy, are all determined by a complex interaction
between host factors, both immune and non-immune, and viral
factors. It is by understanding the nature of these interactions
that effective long-term preventive and treatment strategies can
be developed.

References
1 Ward C, Tudor-Williams G, Cotzias T, Hargreaves S et al. Prevalence of
hepatitis C among pregnant women attending an inner London
obstetric department: uptake and acceptability of named antenatal
testing. Gut 2000;47:277–80.

557

DM Forton, M Wright, S Knapp, MR Thursz, SD Taylor-Robinson and Howard C Thomas

2 Frank C, Mohamed MK, Strickland GT, Lavanchy D et al. The role of
parenteral antischistosomal therapy in the spread of hepatitis C virus in
Egypt. Lancet 2000;355:887–91.
3 Strader DB, Seeff LB. Hepatitis C: a brief clinical overview. Review.
ILAR J 2001;42:107–16.
4 Cerny A, Chisari FV. Pathogenesis of chronic hepatitis C: immunological features of hepatic injury and viral persistence. Review.
Hepatology 1999;30:595–601.
5 Carithers RL Jr, Sugano D, Bayliss M. Health assessment for chronic
HCV infection: results of quality of life. Dig Dis Sci 1996;41
(12 Suppl):75–80S.
6 Goh J, Coughlan B, Quinn J, O’Keane JC, Crowe J. Fatigue does not
correlate with the degree of hepatitis or the presence of autoimmune
disorders in chronic hepatitis C infection. Eur J Gastroenterol Hepatol
1999;11:833–8.
7 Forton DM, Thomas HC, Murphy CA, Allsop JM et al. Hepatitis C and
cognitive impairment in a cohort of patients with mild liver disease.
Hepatology 2002;35:433–9.
8 National Institute for Clinical Excellence. Guidance on the use of ribavirin and interferon alpha for hepatitis C. London: NICE, 2000.
www.nice.org.uk
9 Manns MP, McHutchison JG, Gordon SC, Rustgi VK et al.
Peginterferon alfa-2b plus ribavirin compared with interferon alfa-2b
plus ribavirin for initial treatment of chronic hepatitis C: a randomised
trial. Lancet 2001;358:958–65.
10 Diepolder HM, Zachoval R, Hoffmann RM, Wierenga EA et al. Possible
mechanism involving T-lymphocyte response to non-structural protein
3 in viral clearance in acute hepatitis C virus infection. Lancet
1995;346:1006–7.
11 Missale G, Bertoni R, Lamonaca V, Valli A et al. Different clinical
behaviors of acute hepatitis C virus infection are associated with
different vigor of the anti-viral cell-mediated immune response. J Clin
Invest 1996;98:706–14.
12 Godkin A, Jeanguet N, Thursz M, Openshaw P, Thomas H.
Characterization of novel HLA-DR11-restricted HCV epitopes reveals
both qualitative and quantitative differences in HCV-specific CD4+ T
cell responses in chronically infected and non-viremic patients. Eur J
Immunol 2001;31:1438–46.
13 Rehermann B, Chang KM, McHutchison JG, Kokka R et al.
Quantitative analysis of the peripheral blood cytotoxic T lymphocyte
response in patients with chronic hepatitis C virus infection. J Clin
Invest 1996;98:1432–40.
14 Koziel MJ, Walker BD. Characteristics of the intrahepatic cytotoxic T
lymphocyte response in chronic hepatitis C virus infection. Review.
Springer Semin Immunopathol 1997;19:69–83.
15 Ishii K, Rosa D, Watanabe Y, Katayama T et al. High titers of antibodies
inhibiting the binding of envelope to human cells correlate with natural
resolution of chronic hepatitis C. Hepatology 1998;28:1117–20.
16 Chen M, Sallberg M, Sonnerborg A, Weiland O et al. Limited humoral
immunity in hepatitis C virus infection. Gastroenterology
1999;116:135–43.
17 Farci P, Alter HJ, Govindarajan S, Wong DC et al. Lack of protective
immunity against reinfection with hepatitis C virus. Science
1992;258:135–40.
18 Cramp ME, Carucci P, Underhill J, Naoumov NV et al. Association
between HLA class II genotype and spontaneous clearance of
hepatitis C viraemia. J Hepatol 1998;29:207–13.
19 Thursz M, Yallop R, Goldin R, Trepo C, Thomas HC. Influence of MHC
class II genotype on outcome of infection with hepatitis C virus. The
HENCORE group. Hepatitis C European Network for Cooperative
Research. Lancet 1999;354:2119–24.
20 Bain C, Fatmi A, Zoulim F, Zarski JP et al. Impaired allostimulatory
function of dendritic cells in chronic hepatitis C infection.
Gastroenterology 2001;120:512–24.
21 Farci P, Shimoda A, Coiana A, Diaz G et al. The outcome of acute
hepatitis C predicted by the evolution of the viral quasispecies. Science
2000;288:339–44.

558

22 Chang KM, Rehermann B, McHutchison JG, Pasquinelli C et al.
Immunological significance of cytotoxic T lymphocyte epitope variants
in patients chronically infected by the hepatitis C virus. J Clin Invest
1997;100:2376–85.
23 Toubi E, Kessel A, Goldstein L, Slobodin G et al. Enhanced peripheral
T-cell apoptosis in chronic hepatitis C virus infection: association with
liver disease severity. J Hepatol 2001;35:774–80.
24 Forton D, Taylor-Robinson S, Karayiannis P, Thomas H. Identification
of brain-specific quasispecies variants of hepatitis C virus (HCV) consistent with viral replication in the central nervous system. Hepatology
2000;32:269A.
25 Radkowski M, Wilkinson J, Nowicki M, Adair D et al. Search for
hepatitis C virus negative-strand RNA sequences and analysis of viral
sequences in the central nervous system: evidence of replication. J Virol
2002;76:600–8.
26 Forton DM, Allsop JM, Main J, Foster GR et al. Evidence for a cerebral
effect of the hepatitis C virus. Lancet 2001;358:38–9.
27 Sugiyama K, Kato N, Ikeda M, Mizutani T et al. Hepatitis C virus in
pelvic lymph nodes and female reproductive organs. Jpn J Cancer Res
1997;88:925–7.
28 Laskus T, Radkowski M, Wang LF, Jang SJ et al. Hepatitis C virus quasispecies in patients infected with HIV-1: correlation with extrahepatic
viral replication. Virology 1998;248:164–71.
29 Lerat H, Berby F, Trabaud MA, Vidalin O et al. Specific detection of
hepatitis C virus minus strand RNA in hematopoietic cells. J Clin Invest
1996;97:845–51.
30 Poynard T, Bedossa P, Opolon P. Natural history of liver fibrosis progression in patients with chronic hepatitis C. The OBSVIRC,
METAVIR, CLINIVIR, and DOSVIRC groups. Lancet 1997;349:825–32.
31 Knight JC, Udalova I, Hill AV, Greenwood BM et al. A polymorphism
that affects OCT-1 binding to the TNF promoter region is associated
with severe malaria. Nat Genet 1999;22:145–50.
32 Thursz MR, Thomas HC, Greenwood BM, Hill AV. Heterozygote
advantage for HLA class-II type in hepatitis B virus infection. Nat Genet
1997;17:11–2.
33 Thursz MR, Kwiatkowski D, Allsopp CE, Greenwood BM et al.
Association between an MHC class II allele and clearance of hepatitis B
virus in the Gambia. N Engl J Med 1995;332:1065–9.
34 Kenny-Walsh E. Clinical outcomes after hepatitis C infection from contaminated anti-D immune globulin. Irish Hepatology Research Group.
N Engl J Med 1999;340:1228–33.
35 Friedman SL. Cytokines and fibrogenesis. Review. Semin Liver Dis
1999;19:129–40.
36 Alcolado R, Arthur MJ, Iredale JP. Pathogenesis of liver fibrosis. Review.
Clin Sci (Lond) 1997;92:103–12.
37 Powell EE, Edwards-Smith CJ, Hay JL, Clouston AD et al. Host genetic
factors influence disease progression in chronic hepatitis C. Hepatology
2000;31:828–33.
38 Jonsson JR, Clouston AD, Ando Y, Kelemen LI et al. Angiotensinconverting enzyme inhibition attenuates the progression of rat hepatic
fibrosis. Gastroenterology 2001;121:148–55.
39 Thorburn D, Curry G, Spooner R, Spence E et al. The role of iron and
haemochromatosis gene mutations in the progression of liver disease in
chronic hepatitis C. Gut 2002;50:248–52.
40 Smith BC, Gorve J, Guzail MA, Day CP et al. Heterozygosity for
hereditary hemochromatosis is associated with more fibrosis in chronic
hepatitis C. Hepatology 1998;27:1695–9.
41 Kuzushita N, Hayashi N, Moribe T, Katayama K et al. Influence of HLA
haplotypes on the clinical courses of individuals infected with hepatitis
C virus. Hepatology 1998;27:240–4.
42 Aikawa T, Kojima M, Onishi H, Tamura R et al. HLA DRB1 and DQB1
alleles and haplotypes influencing the progression of hepatitis C. J Med
Virol 1996;49:274–8.
43 Peano G, Menardi G, Ponzetto A, Fenoglio LM. HLA-DR5 antigen. A
genetic factor influencing the outcome of hepatitis C virus infection?
Arch Intern Med 1994;154:2733–6.
44 Adinolfi LE, Gambardella M, Andreana A, Tripodi MF et al. Steatosis

Clinical Medicine Vol 2 No 6 November/December 2002

New insights into hepatitis C

45

46

47

48

49

50

51

52

53

54

55

56

57

58

59

60

61

62

accelerates the progression of liver damage of chronic hepatitis C
patients and correlates with specific HCV genotype and visceral obesity.
Hepatology 2001;33:1358–64.
Thomas HC, Torok ME, Forton DM, Taylor-Robinson SD. Possible
mechanisms of action and reasons for failure of antiviral therapy in
chronic hepatitis C. Review. J Hepatol 1999;31(Suppl 1):152–9.
Bjoro K, Bell H, Hellum KB, Skaug K et al. Effect of combined
interferon-alpha induction therapy and ribavirin on chronic hepatitis C
virus infection: a randomized multicentre study. Scand J Gastroenterol
2002;37:226–32.
Reddy KR, Hoofnagle JH, Tong MJ, Lee WM et al. Racial differences in
responses to therapy with interferon in chronic hepatitis C. Consensus
Interferon Study Group. Hepatology 1999;30:787–93.
McHutchison JG, Poynard T, Pianko S, Gordon SC et al. The impact of
interferon plus ribavirin on response to therapy in black patients with
chronic hepatitis C. The International Hepatitis Interventional Therapy
Group. Gastroenterology 2000;119:1317–23.
Hu KQ, Vierling JM, Redeker AG. Viral, host and interferon-related
factors modulating the effect of interferon therapy for hepatitis C virus
infection. Review. J Viral Hepatol 2001;8:1–18.
Yee LJ, Tang J, Gibson AW, Kimberly R et al. Interleukin 10 polymorphisms as predictors of sustained response in antiviral therapy for
chronic hepatitis C infection. Hepatology 2001;33:708–12.
McHutchison JG, Gordon SC, Schiff ER, Schiffman ML et al. Interferon
alfa-2b alone or in combination with ribavirin as initial treatment for
chronic hepatitis C. Hepatitis Interventional Therapy Group. N Engl J
Med 1998;339:1485–92.
Davis GL, Esteban-Mur R, Rustgi V, Hoefs J et al. Interferon alfa-2b
alone or in combination with ribavirin for the treatment of relapse of
chronic hepatitis C. International Hepatitis Interventional Therapy
Group. N Engl J Med 1998;339:1493–9.
Jaeckel E, Cornberg M, Wedemeyer H, Santantonio T et al. Treatment
of acute hepatitis C with interferon alfa-2b. N Engl J Med
2001;345:1452–7.
Farci P, Strazzera R, Alter HJ, Farci S et al. Early changes in hepatitis C
viral quasispecies during interferon therapy predict the therapeutic outcome. Proc Natl Acad Sci USA 2002;99:3081–6.
Taylor DR, Shi ST, Romano PR, Barber GN, Lai MM. Inhibition of the
interferon-inducible protein kinase PKR by HCV E2 protein. Science
1999;285:107–10.
Enomoto N, Sakuma I, Asahina Y, Kurasaki M et al. Comparison of
full-length sequences of interferon-sensitive and resistant hepatitis C
virus 1b. J Clin Invest 1995;96:224–30.
Gale MJ Jr, Korth MJ, Tang NM, Tan SL et al. Evidence that hepatitis C
virus resistance to interferon is mediated through repression of the PKR
protein kinase by the nonstructural 5A protein. Virology
1997;230:217–27.
Squadrito G, Leone F, Sartori M, Nalpas B et al. Mutations in the nonstructural 5A region of hepatitis C virus and response of chronic
hepatitis C to interferon alfa. Gastroenterology 1997;113:567–72.
Pawlotsky JM, Germanidis G, Neumann AU, Pellerin M et al. Interferon
resistance of hepatitis C virus genotype 1b: relationship to nonstructural 5A gene quasispecies mutations. J Virol 1998;72:2795–805.
Paterson M, Laxton CD, Thomas HC, Ackrill AM, Foster GR.
Hepatitis C virus NS5A protein inhibits interferon antiviral activity, but
the effects do not correlate with clinical response. Gastroenterology
1999;117:1187–97.
Gale M Jr, Blakely CM, Kwieciszewski B, Tan SL et al. Control of
PKR protein kinase by hepatitis C virus nonstructural 5A protein:
molecular mechanisms of kinase regulation. Mol Cell Biol 1998;18:
5208–18.
Lerat H, Shimizu YK, Lemon SM. Cell type-specific enhancement of
hepatitis C virus internal ribosome entry site-directed translation due
to 5’ nontranslated region substitutions selected during passage of virus
in lymphoblastoid cells. J Virol 2000;74:7024–31.

Clinical Medicine Vol 2 No 6 November/December 2002

559

